We suggest that the vertebrate myosin-I field adopt a common nomenclature system based on the names adopted by the Human Genome Organization (HUGO). At present, the myosin-I nomenclature is very confusing; not only are several systems in use, but several different genes have been given the same name. Despite their faults, we believe that the names adopted by the HUGO nomenclature group for genome annotation are the best compromise, and we recommend universal adoption.
. Tree for human myosin-I genes. From Berg et al. (2001) . Two recently predicted myosin-I genes are italicized, with the gene names suggested for them indicated in brackets.
We recommend those working with other vertebrates adopt the mouse names (upper case for the first letter, lower case for the rest), if appropriate modifying the gene or protein name using an abbreviation for the Latin binomial (e.g., Rc for Rana catesbeiana , Xl for Xenopus laevis ). For example, myr 1-a rat myosin-would now be named Rn Myo1b (or just Myo1b).
To provide continuity with the previous literature, we suggest that common names be mentioned the first time that the gene or protein is mentioned; after that point, however, only the systematic name should be used.
Finally, although we have focused on the myosin-I family, we recommend that those working on other myosin families follow a similar naming convention.
